ABSTRACT Here, we report the whole-genome sequence of Sphingomonas sp. strain FARSPH, isolated from an insect cell line as a contaminant. FARSPH shared high identity with Sphingomonas melonis and Sphingomonas aquatilis strains. Due to this finding, we recommend taking this genus into consideration for cell culture quality control.
spp. isolated from sources other than cell cultures (8, 9) . Therefore, this genus should be taken into consideration for quality control evaluations of cell cultures, as few contaminants (10, 11) have been reported in insect cell cultures to date.
Data availability. The whole-genome sequences of the FARSPH strain, plasmid p01, plasmid p02, and plasmid p03 were deposited in GenBank under the accession numbers CP029985, CP029986, CP029987, and CP029988, respectively. These sequences have been deposited in the NCBI under BioProject accession number PRJNA474545. The versions described in this paper are the first versions, CP029985.1, CP029986.1, CP029987.1, CP029988.1, and PRJNA474545, respectively.
